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Figure S8. Distribution of H3K27me3 for V. dahliae cultivated in vitro. Average
H3K27me3 distribution for replicates of V. dahliae cultivated for 6 days in potato
dextrose broth (PDB, indicated in yellow), half strength Murashige Skoog medium (MS,
indicated in red) and Czapec-Dox medium (CZA, indicated in green). Predicted
H3K27me3 domains are indicated as blocks below each H3K27me3 track. Adaptive
genomic regions are highlighted in yellow. Genomic regions within H3K27me3 domains
that are visibly different between growth conditions are highlighted in grey.



